I 




SEQ ID NO:01 TTGACTACTGCCTTAATGGAGGACT 
SEQ ID NO:02 AACTGATGACGGAATTACCTCCTGA 



Signal region 




SEQ ID NO:03 ACGTCCGGTACTGGGGTTTTACTA 
SEQ ID NO;04 TGC AGGCC ATG ACCC C AAAAT GAT 



Binding Site 



Signal region 



SHO I D NO:05 TTGACTACTGCCTTAATGGAGGACTGGGAAACCCTAGCAT ACGTCCGGTACTGGGGTTTTACTA 
SEQ ID N0:06 AACTGATGACGGAATTACCTCCTGACCCTTTGGGATCGTATGCAGGCC ATGACCCC AAAATGAT 



Genome 



FIGURE 3 



V- 



ti&Qi SO f^° : C| T T G ACT ACT GCC T T AAT GG AGG AC T 
SCCK lDWC*-0£ AACTGATGACGGAATTACCTCCTGA 




Signal region 



Binding Site 



Signal region 



3ta iD NC: Cfo 



TTGACTACTGCCTTAATGGAGGACTGGGAAACCCTAGCATACGTCCGGTACTGGGGTTTTACTA 
AAC T GAT G AC GG AAT T AC C T C C T G AC CC T T T GGG AT C GT ATGC AGGC C ATG ACCCC AAAATG AT 



Genome 



FIGURE 3 



